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Supplementary file 2

Results of the sensitivity analysis for GSTM1 polymorphism after excluding the study listed below

the figure:

Study name

Statistics for each study

Odds ratio and 95% ClI

Odds Lower Upper
ratio limit limit Z-Value p-Value
Concolinoetal 2742 1314 5720 2.689 0.007 -
Msolly et al 1.833 0.879 3824 1616 0.106 -
Kim et al 2117 1.256 3.568 2.815 0.005 B
Izakovicovaetal 1.051 0.712 1550 0.250 0.803 [ |
Resende et al 2434 1.056 5610 2087 0.037 —l—
1.807 1.206 2708 2.867 0.004 ’
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Arshad et al.?®
Study name Statistics for each study Odds ratio and 95% CI
Odds Lower Upper
ratio limit limit Z-Value p-Value
Msolly et al 1.833 0.879 3.824 1.616 0.106
Kim et al 2117 1256 3.568 2.815 0.005 . 5
Izakovicovaetal 1.051 0.712 1.550 0.250 0.803 [ |
Arshad et al 24001 13.316 43.261 10.573 0.000 -
Resende et al 2434 105 5610 2.087 0.037 ——
2434 1.902 3115 7.071 0.000 .
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Concolino et al.*®



Study name

Odds Lower Upper

ratio limit limit
Concolinoetal 2.742 1.314 5.720
Msolly et al 1.833 0.879 3.824
Kim et al 2117 1.256 3.568
Arshad etal 24.001 13.316 43.261
Resendeetal 2434 1.056 5.610

3.658 1.303 10.268

Statistics for each study

Z-Value p-Value

2689 0.007
1.616  0.106
2815 0.005
10.573  0.000
2.087 0.037
2463 0.014
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Izacovicova et al.'®

Study name

Odds
ratio
Concolinoetal 2.742
Msolly et al 1.833
Izakovicova et al 1.051
Arshad et al 24.001
Resende et al 2434
2.559

Statistics for each study

Lower
limit
1.314
0.879
0.712

13.316
1.056
1.970

Upper
limit
5.720
3.824
1.550

43.261
5.610
3.324

Z-Value p-Value

2.689 0.007
1.616  0.106
0.250 0.803
10.573  0.000
2.087 0.037
7.044  0.000

0.01

Odds ratio and 95% ClI

+
._._
= o
e
0.1 1 10 100
Favours A Favours B
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Study name

Statistics for each study

Odds ratio and 95% CI

Odds Lower Upper

ratio limit Z-Value p-Value
Concolino etal  2.742 5720 2.689 0.007 = B
Kim et al 2.117 3568 2.815 0.005 B
Izakovicova et al  1.051 1.550 0.250 0.803 [ |
Arshad et al 24.001 43261 10.573  0.000 B
Resendeetal 2.434 5610 2.087 0.037 -

3.225 9.945 2038 0.042 -
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Msolly et al.®

Study name Statistics for each study Odds ratio and 95% ClI

Odds Upper

ratio limit Z-Value p-Value
Concolinoetal 2.742 5720 2.689 0.007 s B
Msolly et al 1.833 3824 1616 0.106 -
Kim et al 2117 3.568 2.815 0.005 B
|zakovicova et al 1.051 1550 0.250 0.803 [ |
Arshad et al 24.001 43.261 10.573  0.000 B

3.047 9.245 1.968 0.049 e =
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Resende et al.?°



Results of the sensitivity analysis for GSTT1 polymorphism after excluding the study listed below
the figure:

Study name Statistics for each study Odds ratio and 95% CI
Odds Lower Upper
ratio limit limit Z-Value p-Value
Concolinoetal 0.781 0.359 1.697 0.624- 0.533
Msolly et al 1.256 0.588 2.685 0.589 0.556

lzakovicova etal 0.652 0405 1.048 1.766- 0.077
Resende et al 0.752 0250 2.260 0.507- 0.612
0.780 0555 1.096 1.430- 0.153
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Arshad et al.?®
Study name Statistics for each study Odds ratio and 95% CI
Odds Lower Upper
ratio limit limit Z-Value p-Value
Msolly et al 1.256 0588 2685 0589 0.556
Izakovicovaetal 0.652 0405 1.048 1.766- 0.077
Arshad et al 0294 0185 0468 5178- 0.000 B

Resende et al 0.762 0.250 2.260 0.507- 0.612
0.616 0323 1.175 1.470- 0.142

0.01 0.1 1 10 100
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Concolino et al.?



Study name Statistics for each study Odds ratio and 95% ClI

Odds Lower Upper

ratio limit limit Z-Value p-Value
Concolinoetal 0.781 0.359 1.697 0.624- 0.533
Msolly et al 1.256 0.588 2.685 0.589 0.556
Arshad et al 0.294 0.185 0.468 5.178- 0.000 -.-
Resendeetal 0.752 0250 2.260 0.507- 0.612

0651 0.307 1.381 1.118- 0.263
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Izacivicova et al.’®
Study name Statistics for each study Odds ratio and 95% CI
Odds Lower Upper
ratio limit limit Z-Value p-Value
Concolinoetal 0.781 0.359 1.697 0.624- 0.533
lzakovicovaetal 0.652 0405 1.048 1.766- 0.077
Arshad et al 0.294 0.185 0.468 5.178- 0.000 B
Resende et al 0.752 0.250 2.260 0.507- 0.612
0538 0318 0908 2319- 0.020 &
0.01 0.1 1 10 100
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Msolly et al.®



Study name Statistics for each study Odds ratio and 95% CI

Odds Lower Upper

ratio  limit limit Z-Value p-Value
Concolinoetal 0.781 0.359 1.697 0.624- 0.533
Msolly et al 1.256 0.588 2685 0589 0.556
Izakovicovaetal 0.652 0405 1.048 1.766- 0.077
Arshad et al 0.294 0.185 0.468 5.178- 0.000 B

0.627 0.339 1.159 1.490- 0.136
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Resende et al.?°



Sensitivity analysis of GSTP1 (rs1695) polymorphism under five genetic models after exclusion of
the study by Arshad et al.'®:

Source OR (95% CI) )
Izakovicova et al 2024 0.94 [0.67; 1.31] =~
Saravanan et al 2023 0.79 [0.43; 1.44] = :

Total 0.90 [0.67; 1.21] —

0.5 1 2
OR (95% ClI)
Test for overall effect: z = -0.71 (P = .48)

Source OR (95% CI) '
Izakovicova et al 2024 1.16 [0.48; 2.78] il
Saravanan et al 2023 0.58 [0.17; 2.01] -
Total 0.92 [0.45; 1.88] e —
[ T | I 1
0.2 0.5 1 2 5

OR (95% CI)
Test for overall effect: z = -0.23 (P = .82)

Source OR (95% CI) _
Izakovicova et al 2024 0.81 [0.52; 1.26] |
Saravanan et al 2023 0.98 [0.42; 2.31] ; ﬁr
Total 0.84 [0.57; 1.25]

OR (95% Cl)

Test for overall effect: z = -0.85 (P = .40)

Source OR (95% CI) )
Izakovicova et al 2024 0.85 [0.56; 1.30] =
Saravanan et al 2023 0.85 [0.39; 1.87] &

Total 0.85 [0.59; 1.24] e —

OR (95% Cl)
Test for overall effect: z = -0.84 (P = .40)

Source OR (95% CI) ‘
Izakovicova et al 2024 1.27 [0.54; 2.99] i B
Saravanan et al 2023 0.59 [0.18; 1.93] - —i ;
Total 0.98 [0.49; 1.96] [ —— e

T I T 1
0.2 0.5 1 2 5
OR (95% CI)
Test for overall effect: z = -0.07 (P = .95)




